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miRNAs are the large subgroup of noncoding RNAs 
with 18-25 nucleotides inhibiting the expression of tar-
get genes by means of binding to their 3'UTR. They can 
also play role as an oncogene and/or tumor suppressor. 
In recent years, the association of some SNPs located 
in either miRNA seeds or 3'UTR of their target genes 
with the risk of breast cancer have been proved in some 
populations.
Materials and Methods: miRNASNP database was 
used to identify the miRNAs with the ability to bind to 
the 3'UTR of ErbB4 transcripts. In next step, miRTar-
Base and DAVID databases were used to investigate the 
function and the related signaling pathways of obtained 
miRNAs.
Results: In silico investigation of SNPs in the 3'UTR 
of ERBB4 gene showed that rs13423759 could alter the 
binding properties of miR-548aa. By reviewing the lit-
erature and with regards to molecular enrichment analy-
sis from miRWalk and DAIVID database, we realized 
that miR548aa targetome could act in some molecular 
signaling pathways such as: PI3K-AKT, JAK/STAT and 
MAPK signaling pathways; therefore, miR-548aa could 
be considered as an oncomiRNA. Since SNP rs13423759 
causes loss of binding between miR-548aa and its target 
(ERBB4), this SNP could be proposed as a good-prog-
nostic factor by reducing the activity of miR-548aa.
Conclusion: SNP rs13423759 could function as a good 
prognostic factor by disrupting the repressive activity 
of miR548aa
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Objective: Tissue engineering approaches based on de-
cellularized extracellular matrix (ECM) scaffolds have 
been widely used as an alternative strategy for organ 
reconstruction. In reality, The ECM is a structurally 
enviromental 3D complex, composed of the secreted 
products of resident cells which provides the mechani-
cal framework for each tissue or organ and is a substrate 
for cell signaling. Here, we present ECM powders de-
rived from human nasal septum cartilage to functional-
ize surface of nanofibrous scaffolds for cartilage tissue 
engineering applications.
Materials and Methods: Human cartilage was physi-
cally shattered, then decellularized sequentially with use 
of sodium dodecyl sulfate (SDS) and a nuclease solution 
and ground to powders by milling. Then electrospun 
composite scaffolds combining poly 3-hydroxybutyrate 

(PHB) and poly 3-hydroxybutyrate-co-3-hydroxyvaler-
ate (PHBV) functionalized covalently with ECM pow-
ders using reactive carboxyl groups (-COOH) through 
alkaline hydrolysis. Moreover, human adipose-derived 
stem cells (hASCs) cultured on biofunctional and balk 
scaffolds as well as tissue culture plate during 21 days 
to investigate their metabolic activity.
Results: On histology, decellularized tissues showed 
most of the ECM components after removal of the cell 
fragments. In an in vitro study, cells were cultured on 
fibrous mats presenting these ECM powders showed a 
significant increase in metabolic activity comparing to 
untreated scaffold and tissue culture plates as control. 
Masson’s trichrom staining also showed the preserva-
tion of the matrix structure integrity after decellulariza-
tion.
Conclusion: We believe that human ECM powders 
could act as efficient biomaterial for tissue engineering 
and have great potential for meeting new challenges in 
regenerative medicine, particularly in relation to carti-
lage reconstruction.
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Objective: The exact mechanism by which endothe-
lin-1 (ET-1) and angiotensin II (Ang II), and their an-
tagonist effects in physiology are controversial subjects 
among researchers. Therefore, the aims were to deter-
mine the effects of bosentan and losartan on oxidative 
stress and serum cortisol levels.
Materials and Methods: The design included two ex-
periments. First, contain four groups: group 1 saline in-
fusion, group 2 ET-1 infusion, group 3 Bosentan + ET-
1, and group 4 Losartan + ET-1. Second one includes: 
Group 1 Saline infusion, group 2 Ang II infusion, group 
3 Losartan + Ang II, and group 4 Bosentan + Ang II.
Results: In the experiment I, demonstrated that bolus 
infusion of losartan significantly decreased serum cor-
tisol, while bosentan slightly reduced it versus ET-1. 
Beside that, from experiment II, bosentan could signifi-
cantly decrease cortisol compared with Ang II neither 
losartan nor Ang II changed it significantly in compari-
son with Ang II and saline group. Furthermore, bosen-
tan caused rising in MDA concentration according to 
ET-1 infusion, but losartan slightly decreased it. MDA 
in Ang II infusion dramatically became high in com-
parison with saline infusion, both losartan and bosen-
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